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Chromatin

Global and local chromatin remodelling



Histone acetylation defines open chromatin



Nucleosomes are stable structures



DNase I hypersensitivity visualises discontinuities of the chromatin fiber 

Becker et al., EMBO J. 1984
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Fast and reversible changes of chromatin structure
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ATP-dependent nucleosome remodelling



- nucleosome disassembly / reassembly

- nucleosome sliding

ATP-dependent nucleosome remodelling controls access



Mechanism of remodelling


